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<210> 1 

<211> 1617 

<212> DNA 

<213> Homo sapiens 

<400> 1 

cgcggtgaac agcacgaggg ggagcgcttg gcacgcggag ccagagccgg agctgcagcc 60 
gcagcgggag ccgggggagc tcaggggccg caggagccgg gccggagtga gcgcacctcg 120 
cggggccctc ggggcaggtg ggtgagcgcc acccggagtc ccgcgcgcaa ctttcagggc 180 
gcactcggcg gggcggctgc gcggctgccg ggactcggcg cgggactgca tggaggccaa 240 
ggagaagcag catctgttgg acgccaggcc ggcaatccgg tcatacacgg gatctctgtg 3 00 
gcaggaaggg gctggctgga ttcctctgcc ccgacctggc ctggacttgc aggccattga 360 
gctggctgcc cagagcaacc atcactgcca tgctcagaag ggtcctgaca gtcactgtga 420 
ccccaagaag gggaaggccc agcgccagct gtatgtagcc tctgccatct gcctgttgtt 4 80 
catgatcgga gaagtcgttg gtgggtacct ggcacacagc ttggctgtca tgactgacgc 540 
agcacacctg ctcactgact ttgccagcat gctcatcagc ctcttctccc tctggatgtc 600. 
ctcccggcca gccaccaaga ccatgaactt tggctggcag agagctgaga tcttgggagc 660 
cctggtctct gtactgtcca tctgggtcgt gacgggggta ctggtgtacc tggctgtgga 720 
gcggctgatc tctggggact atgaaattga cggggggacc atgctgatca cgtcgggctg 780 
cgctgtggct gtgaacatca taatggggtt gacccttcac cagtctggcc atgggcacag 840 
ccacggcacc accaaccagc aggaggagaa ccccagcgtc cgagctgcct tcatccatgt 900 
gatcggcgac tttatgcaga gcatgggtgt cctagtggca gcctatattt tatacttcaa 960 
gccagaatac aagtatgtag accccatctg caccttcgtc ttctccatcc tggtcctggg 102 0 
gacaaccttg accatcctga gagatgtgat cctggtgttg atggaaggga cccccaaggg 1080 
cgttgacttc acagctgttc gtgatctgct gctgtcggtg gagggggtag aagccctgca 1140 
cagcctgcat atctgggcac tgacggtggc ccagcctgtt ctgtctgtcc acatcgccat 1200 
tgctcagaat acagacgccc aggctgtgct gaagacagcc agcagccgcc tccaagggaa 1260 
gttccacttc cacaccgtga ccatccagat cgaggactac tcggaggaca tgaaggactg 132 0 
tcaggcatgc cagggcccct cagactgact gctcagccag gcaccaactg gggcatgaac 13 80 
aggacctgca ggtggctgga ctgagtgtcc cccaggccca gccaggactt tgcctacccc 1440 
agctgtgtta taaaccaggt ccccctcctg acctctgccc cactccagga atggagctct 1500 
tcccagcctc ccatctgact acagccaggg tggggactca gcgggtataa agctagtgtg 1560 
accctgaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaatgtt 1617 

<210> 2 
<211> 372 
<212> PRT 

<213> Homo sapiens 



1 



<400> 2 
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Lys 
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Ser 


Leu Trp 
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Leu 


Pro 
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Pro 
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Leu 


Asp Leu 
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His 
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Ala Gin 
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Ala 


Gin Arg 
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Phe 


Met 


He 


Gly Glu 
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Leu 
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Met 


Thr 


Asp Ala 
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Ser 


Met 


Leu 


He 


Ser 


Leu 


Phe Ser 
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Thr 


Lys 


Thr 


Met 


Asn 


Phe 


Gly Trp 
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Leu 


Val 


Ser 


Val 


Leu 


Ser 


He Trp 
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Leu 


Ala 


Val 


Glu 


Ara 


Leu 


He Ser 
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Met 


Leu 


He 


Thr 


Ser Gly Cys 
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Glv 


Leu 


Thr 


Leu 


His 


Gin Ser Gly 
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Gin 


Gin 
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Glu 


Asn 


Pro Ser 
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lie 


Glv 
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Phe 


Met 


Gin 


Ser Met 
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230 




Leu 


Tvr 


Phe 


Lys 


Pro 


Glu 


Tyr Lys 
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Val 


Phe 


Ser 


He 


Leu 


Val 


Leu Gly 
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Val 


lie 


Leu 


Val 


Leu 


Met 


Glu Gly 
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280 


Ala 


Val 
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Leu 


Leu 


Leu Ser 
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Ser 


Leu 


His 


He 


Trt> 


Ala 


Leu Thr 
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His 


lie 


Ala 


He 


Ala 


Gin 


Asn Thr 










325 






Ala 


Ser 


Ser 


Arg 


Leu 


Gin Gly Lys 
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Gin 


He 


Glu 


Asp 


Tyr 


Ser Glu Asp 
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360 


Gly 


Pro 


Ser 


Asp 
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Leu 


Leu 
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Ala 


Arg 


Pro 


Ala 


He 
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Gin 


Glu 


Gly 


Ala 


Gly 


Trp 


He 


Pro 
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Gin 


Ala 


He 


Glu 


Leu 


Ala 


Ala 


Gin 










45 








Lvs 


Gly 


Pro 


Asp 


Ser 


His 
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Asp 








60 










Gin 


Leu 
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Val 


Ala 


Ser 


Ala 


He 
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Val 


Gly 


Gly Tyr 


Leu 


Ala 


His 
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Ala 


His 


Leu 


Leu 


Thr 


Asp 


Phe 


Ala 
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Leu 
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Met 
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Ser 


Ara 


Pro 


Ala 
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Gin 


Ara 


Ala 


Glu 


He 


Leu 


Gly 


Ala 
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Val 


Val 


Thr 


Gly Val 


Leu 


Val 


Tyr 
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Gly 


Asp 


Tvr 


Glu 


He 


Asp 

XT 


Gly 


Gly 
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175 




Ala 


Val 


Ala 


Val 


Asn 


lie 


He 


Met 


185 










190 






His 


Gly 


His 


Ser 


His 


Gly 


Thr 


Thr 
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Val 


Ara 


Ala 


Ala 


Phe 


lie 


His 


Val 








220 










Glv 


Val 


Leu 


Val 


Ala 


Ala 


Tvr 


He 






235 










240 


Tvr 


Val 


Asp 


Pro 


He 


Cvs 


Thr 


Phe 




250 










255 




Thr 


Thr 


Leu 


Thr 


He 


Leu 


Ara 
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265 
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Lvs 


Gly Val 


ASP 


Phe 


Thr 
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Glv 


Val 


Glu 
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Leu 


His 
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Val 
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Gin 


Pro 


Val 


Leu 


Ser 


Val 
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32 0 
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Ala 


Gin 


Ala 


Val 


Leu 


Lys 


Thr 
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335 




Phe 


His 


Phe 


His 


Thr 


Val 


Thr 


He 


345 
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Met 


Lys 
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Cys 


Gin 
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Cys 


Gin 



365 



<210> 3 

<211> 11101 

<212> DNA 

<213> Homo sapiens 

<220> 



2 



<221> t misc_f eature 
<222> (1) . . . (11101) 
<223> n = A,T,C or G 



<400> 3 

cctgccacca tgcctggcta attttcttat ttttagtaga gacgaggttt tgccatgttg 60 
accaggctgg tctcgaactc ttgacctcag gtgatccgcc tgcctcagcc tcccaaagtg 120 
ctgggattat aggcgtgagc cgccgcaccc agccaacatt ttttaaatac tgaaaagtag 180 
agggaatagt tatagtgtac cccatttacc catcactcag tttcaacagc tggtgacata 240 
tttatttctt ctataccagt accgtactct ccccactggg attattttaa ggcaaaaccc 300 
agatgacatt ttatccctaa atactttaga taaaggtgtt ctttgaaaaa aatcataacc 360 
tcaggaccag cctggccaac atggtgaaac cctgtctgta ctaaaaatac aaaaattagc 420 
ttggcatggt cgtgggcacc tgtaatccca gctactcagg aagctgaggc aggagaatca 480 
cttgaatccg ggaagcagag attgcagtga gctgagattg cagtcgagcc tgggcgacag 540 
agacagaaat gaaactctgt ctcaaaaaca aacaaacaaa aaaaccacta tacataaaaa 600 
tgaacaatga tgccacaata gcaccagaga attttataaa tacagattcc caggccctgc 660 
cccagaccta ctgaatcctg gaaatattca ggctccacac ccagagattc tggttcggtt 72 0 
ggtctgatgc agggacctgt aacctgcgtt gtaacacctt ctccaggtaa tgctgagcct 780 
gctggtgctc agagtagaca gacctggaga aaaccagggt gtctgaggtt ttccagaaga 84 0 
aaaccagagt ccagagaagc agagaggcac tcagtgagga cccaagcaga gcgggtgcac 900 
ctcacatcct cactcctggc accccgtctc ctacaagatg agagactgaa agagcccctt 960 
cctgtcccca gtggtgtggg caagaggcct gcacctctga ctcttggctc tgtgaaaggc 1020 
catacccacc aagcctatgg tcctagcgac aaagggtgct ggggagacga attgaccaga 1080 
cagggaggtc tccagcagct tctttctaca cagagggcac ctgtcagagg ccagcgtggg 114 0 
ggccacaggc tccccaatcc ccaagaaccg ccagggaagg aggctgcttc aagtgggtgg 12 00 
ggcaccaagc tggccaggaa ggacagggct tctcccagcg gtaccaacac ggtggcacct 1260 
ccggcctgca tctcccaggc ttgcttgtca ggcttcctgg ggctcccagg agccgctgcg 1320 
ggggagggga gaaggggtgg cagcagtggc agtggtcgtc tctgctccga tggtgactgc 1380 
cgatgacact gttctctgtg cgggtggaga caaagccggc cactccagat tctcctgcgc 1440 
gcaggagagg aggagctggc gctgcttcag tggcgaggat gggtcgatca gtcccagccg 1500 
gtcctaggga gagacactgc cccagcctga gggcggcgca gcccacccca ccccaggacc 1560 
ctcctagcag gaggacagga acgcaagccg acctcggggg gtctccggcc tgagagggga 1620 
acatgatcaa gcccagggca gccgccagtc ggagggggca gacgcggccc cagtagcctc 1680 
tggagaccct cttccgaggc aaggagccac attcctgccg tcgggaccac caaagcggat 1740 
ttctacaaac taaagtcgag aacttttcgg cggcgaggcg gcgcaccccg cgcgggagag 1800 
ggggcgcagg cgtcaccccg tcctcactca gcaacacccc ggcgccgcgc cgggcgaagg 1860 
ctggcagact tctcgcggcc ggcaggtggg ctccgcgggc cccatgggcg caggcacagg 1920 
tgtgcggggc cacagccggg ccttttgcag ccggcgaccg cccccccttc cccgcgggct 1980 
tttgcacacg acgcgccgac ggcagcttca cacgggttgg cgagggccgg ataaagccgg 2040 
cggccgcggg gcgcagcggc tgaccggaga cacgggagcg cttggcacgc ggagccagag 2100 
ccggagctgc agccgcagcg ggagccgggg gagctcaggg gccgcaggag ccgggccgga 2160 
gtgagcgcac ctcgcggggc cctcggggca ggtgggtgag cgccacccgg agtcccgcgc 2220 
gcaactttca gggcgcactc ggcggggcgg ctgcgcggct gccgggactc ggcgcgggac 2280 
tgcatggagg ccaaggagaa gcagcatctg ttggacgcca ggccggcaat ccggtaaggc 2340 
gagagcctgg ggacgggcgg gaattttggc ggcagccgac gcacctccgc atttgccatc 2400 
ctagcagtgg ttggttttgg ctgcggcttg agctgggacc atgcaggagg ggtggggtga 2460 
ggtgagggaa cgaagataat gggctgtggc ccaaggaccg tctctccctt ggggcgcagc 252 0 
ccagatcctg acccctgccc gcggggggcc tggggccggg ggattggcgg ttcccatgcc 2580 
tggagtcccg ccccgcccag cactttgccc caggcagccc cgccccgggg aggccctgtg 264 0 
tcccaagtgc gctggagggg gcctgctgtt ctcccagagc ctgcgctctg ttccttcccc 2700 
gcgctccact ggacagcacg ccccttggcc ggttcccagg gtcttcacct cctctggcct 2760 
ctgaagggcc ccgggcccca ggactcccat tcccctatca tccccgtctg aatacaggct 2820 
tctcacctct ggtttgtcga gctcggagcg tccttagcta tttttcccag tggacacaag 2880 
gcttcacaga gaaatgggac tagagtcggc cctccttacc tcatctcaga gctgagcgtt 2940 
ccctctcttc ccctctggcc aggtcataca cgggatctct gtggcaggaa ggggctggct 3000 
ggattcctct gccccgacct ggcctggact tgcaggccat tgagctggct gcccagagca 3060 
accatcactg ccatgctcag aagggtcctg acagtcactg tgaccccaag aaggggaagg 3120 



3 



cccagcgcca 
ttggtaagca 
agcaatactg 
cacattatct 
cttactttac 
gcacaactcg 
tctgctatgt 
attggtggcc 
acggtggtac 
gtggtctccc 
ccctccaccc 
acctgctcac 
ggccagccac 
ctggagatgg 
ggtggatccc 
gatgtcaacc 
cagtcatcca 
tagccaagct 
gctctggggg 
tccgttcacc 
tccccagaag 
tttacatgta 
tacattccta 
cagagcccag 
aggaaggggg 
cttcctcaga 
tactggtgta 
ccatgctgat 
ttccctcgtc 
aagagactgt 
ctctggcacc 
taaatcggag 
tggcttcata 
ggggcagaac 
tctttgttca 
ctccctaatg 
cctggcattg 
gacttctcac 
gttggctagt 
ccacttccat 
caccaaccag 
ctttatgcag 
tgggacacag 
ggggtttctt 
aggaacattt 
gggtaggtgg 
agccggtaaa 
atgcccatca 
ttggctctcc 
tcaatttccc 
ttttgctctg 
ctgaactgtg 
aggcagggcc 
gctgggtggg 
cctgtcttcc 
atcctggtcc 
ggtaacctgg 



gctgtatgta 
cttttgggct 
acactaaaag 
gatgcaggtc 
agatgatgaa 
tagctaaggg 
tttccagtcc 
catttcacag 
agctcatggg 
tgctgcacac 
tgcaggtggg 
tgactttgcc 
caagaccatg 
ggttgagaga 
cccttcctcc 
atggcctctg 
ggagctctca 
tcaagaacaa 
gaggggaagg 
ctggactgca 
cctcagttta 
caaccaaaaa 
gatatatgag 
tgggacccag 
aagactcctt 
gatcttggga 
cctggctgtg 
cacgtcgggc 
tcccctcctc 
gccactttcc 
tggaacacct 
tcttcatcca 
cctgaagtgg 
ccaagtctga 
gaggcctcag 
ccctcctgct 
gcgctgggcc 
atggccaaag 
cctaataggt 
agaatggggt 
caggaggaga 
agcatgggtg 
ggtggtgggg 
ttcagattct 
atccaatacc 
tagtgttttc 
gcatagagcc 
catagaggca 
tccttgctag 
catctgtcaa 
tccatgtctc 
gtctgtcctt 
agggcgaggc 

a 9999 a 9 aa 9 
tgcagccaga 
tggggacaac 
gctttgtggc 



gcctctgcca 
aattaaatga 
ccccaattac 
taacaacaac 
actgaggcac 
aaggcctgaa 
ctatttgaac 
agagtggaag 
tagagagatc 
acagtcttgg 
tacctggcac 
agcatgctca 
aactttggct 
gagggtgggt 
cctgagtgag 
tcctctggga 
gtctgcaggg 
atgacaatgg 
ccagcaaagg 
tcgtcacctt 
ctagctgaac 
ggtggactca 
gggtggggta 
gccctgactt 
agctccaggc 
gccctggtct 
gagcggctga 
tgcgctgtgg 
ctcccgcctc 
agcatacgct 
gggtcctacc 
ctctacccac 
ggcgggaaga 
aattggtctc 
tttccccatc 
ctgagatttg 
ctatctctca 
agatcacaag 
gacctccatc 
tgacccttca 
accccagcgt 
tcctagtggc 
gtggcagggg 
agctccctcc 
taccaagtgt 
tgtagctcag 
agattcaagc 
gggagctgta 
ccatgtgaca 
a tggggacgg 
agctccttga 
tctgctcttg 
tcatgcccac 
ggaagctgag 
atacaagtat 
cttgaccatc 
tccctttttg 



tctgcctgtt 
agttggtgca 
tgaacacaca 
ctgtgttctc 
gttcaggtga 
ttcctagaag 
ttgatgtgca 
ttgaggctca 
ttgagcccag 
gagccagctc 
acagcttggc 
tcagcctctt 
ggcagagagc 
tagaacaggg 
gccaggaggg 
aatcctagtc 
aagcaaagtt 
cattaacact 
ctgctggaag 
cctctttgtg 
aaaaggcaca 
gatgatgact 
aggggcagcc 
tgtgtgggag 
ccatgccaag 
ctgtactgtc 
tctctgggga 
ctgtgaacat 
tcacacccac 
acagggacag 
ttaggcctag 
tccctgatac 
ggccagttgt 
agttagagac 
tgtgacatga 
acactgtggc 
tggctgtctg 
gtttaggggc 
tgcgacctca 
ccagtctggc 
ccgagctgcc 
agcctatatt 
agtgtagacc 
cagttctagg 
cagcacttct 
aaaggttcag 
ctacgactgt 
gtggaaagag 
ttggatgagt 
atggcggatc 
gaaggagggg 
cagatgtgaa 
ccagcagaga 
gtgttagatg 
gtagacccca 
ctgagagatg 
ctcttggctc 



gttcatgatc 
tggatagact 
ctacagtaag 
acatgggtga 
agtaacttgc 
ggaagagcat 
cattcaccct 
gagagagtag 
aatgtcctct 
tctgggggag 
tgtcatgact 
ctccctctgg 
tggtgaggat 
gttcttaggt 
tgatctggat 
tgatggggga 
gaccttccta 
gcacataact 
atataggctt 
ggagatggcc 
tactttaata 
tattagttcc 
ataccggccc 
gtgggtgggg 
gtgggtgttg 
catctgggtc 
ctatgaaatt 
catgtgagtg 
acctatgtct 
aacttcccta 
gccaagaaca 
atgtcaggga 
tgcaggagta 
aatgggtgtc 
tggagtgaac 
attgttgtgc 
aaccaaggcc 
ttgagatttt 
gtgagccctt 
catgggcaca 
ttcatccatg 
ttatacttca 
acctgagtat 
gaaaagggtg 
gatcctcaca 
tgacttgcac 
gtgttgtcaa 
gcaggcattt 
ttgcttgctc 
agatggtatc 
tgggaaggga 
ataaagagca 
gagcacctct 
gtgaactcca 
tctgcacctt 
tgatcctggt 
tcaagcgcta 



ggagaagtcg 
ggatgttccc 
cctttatata 
cgttattctc 
caaagatcac 
ttactgagta 
ctaagtagat 
gtcacttgtc 
tccagagcct 
ctgataagga 
gacgcagcac 
atgtcctccc 
cgcggtttgg 
ggctgtaatg 
gggggaagag 
gccctggtcc 
agaagtgcag 
ctgtggatca 
taacctctct 
cagcctgtct 
agtcagcttc 
ttctagctct 
ataccttcag 
aggatcctga 
gggttgggtt 
gtgacggggg 
gacgggggga 
gggccccagt 
gctttgcgga 
atggtctgag 
ctgggagctg 
ctagccttgg 
gctgtcccta 
tctttcgggg 
tgacagtgac 
ccaggctcag 
acgtgggttg 
tgccctacaa 
ggctttgtct 
gccacggcac 
tgatcggcga 
aggtcagagc 
actctctacc 
gggagaggaa 
acaacctgaa 
agtgtcacac 
accctgggca 
gctctgaagc 
taatggagcc 
taagatggct 
ctgccttatt 
gaaaactggg 
ccccagcagt 
ggtctgcctt 
cgtcttctcc 
gttgatggaa 
atcagctcaa 



3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 



4 



atagggtatg tgtgtgtctg gggcatccta gcacatgggc ggggagccag gatccggagc 6600 
cccggcatag gctggaaaac ctcctggggc ccctgggctg atcttgacat agagcctggg 6660 
ctttcaggtg tggcagttcc tggaaccgtc ccccagcccg agtcttccct tccccctacc 6720 
cctaagggtg cctcctctgc ctagtcaggt ggcttctggg ggacatctgt agcatctgga 6780 
gctctccagc cctcccctat acacttcccc aggctctggc tgccttctct caggaagaga 6840 
gagggggtga ggattatgct tctcattgca cagaggggca gactgaggct cagagaagga 6900 
cagtcagcct tggacaaagc tactgaatcc actgcagcgc aggcctttcc tacatctcag 6960 
ggaccaaaca atgccacacc ctgtggggac atggctgtgc tttgtggggt tggagaacgg 702 0 
tcagtggtgg agaatgatct ggtctgccct gaattacctt ttttttttct tttttctttt 7080 
ttttgaaaca gggtcttgct ctgtcatcca agctagagtg cagtggtgcc accaaggctc 7140 
accgcagcct tgacctccta ggctcaagta atcctcctgc ctcagcctcc caagtagctg 7200 
ggaccacagg cgcatgccac catgtctggc taacttttaa atgtttgtag agatgggggg 7260 
gggggggtct cactatgttg ccctggctgg tctcgaactt ttgggctcaa gcaatcatct 7320 
cacttcggcc tctcaaagtg ctggagttac agatgtgagc caccacacct ggccctgcac 7380 
cttggctttc ttatgctcta ggcctgggtc ctgggccann nnnnnnnttt ccttcaaaat 7440 
atatttattg gccaggtgcg gtggctcaca cctgtaatcc cagcactgtg ggaggccgag 7500 
gcaggcagat tacctgaggt caggagttca agaccagcct ggctaacaca gtgaaaccct 7560 
gtctctacca aaaatacaaa aattagccgg gcgtggtggc atgcgcctgt agtcccagct 7620 
actcaggagg ctgaggcagg aataattgct tgaaccaggg aggcagaggt tgcagtgagc 7680 
caagatcacg ccactgcact ccagcctggg tgacagagca agattccgtc tcaaaaaaaa 7740 
ccaaaaaata tatttattga gcacctacta tggagtaggt gctgttttag gcaccaagga 7800 
tactgtggta atcaaaggag actgtcctgc cctcatggag tgtccatttt agagggagaa 7860 
actgacaata agtacattca taaataattt cagtgttaag agtggagagg aaatacaaca 7920 
gagtgatagg gcagagacct tgggaggtga aggcagcctc agacctgcag gccaaagagg 7980 
tcttctttga ggggatgaca cctgaggatc aggagccagc cctgcaccaa tgggcaggcg 8040 
tgggaggggt agtttccttt agtttcccct gtcccttgcc gtcctcaggg acccccaagg 8100 
gcgttgactt cacagctgtt cgtgatctgc tgctgtcggt ggagggggta gaagccctgc 8160 
acagcctgca tatctgggca ctgacggtgg cccagcctgt tctgtctgtc cacatcgcca 8220 
ttggtgagtg cttgggacac tcagggtggg gtgggagaca ggcagccaaa ggcctagtgc 8280 
catccccaac gggtccaggt gaccccagat gctcacagtg cccatgcatc aagcccagcc 8340 
tcatgctgag tacttgatac gcattattcc atctgatcag cacaatctca tttatccatg 8400 
aagaaactga ggctggggtt gggtggtaaa gttacttgcc caggctttta cagctagtat 8460 
atggcagtag gtggcagatt cctggcctta aggccagtgc tttaccagct ctttcaggca 8520 
tgagccaggt ctgggctggg aggctacctg gcagaggaat ggaatctggg ggcttctcca 8580 
tgttcatggt cccccatcct gttctgctgg ggatggggta tgagatttgg gctcctgatg 8640 
gttccaaagg gccagagtaa atggcttccc ccgctgtgtc ctctcggccc ccagctcaga 8700 
atacagacgc ccaggctgtg ctgaagacag ccagcagccg cctccaaggg aagttccact 8760 
tccacaccgt gaccatccag atcgaggact actcggagga catgaaggac tgtcaggcat 882 0 
gccagggccc ctcagactga ctgctcagcc aggcaccaac tggggcatga acaggacctg 8880 
caggtggctg gactgagtgt cccccaggcc cagccaggac tttgcctacc ccagctgtgt 894 0 
tgtaaaccag gtccccctcc tgacctctgc cccactccag gaatggagct cttcccagcc 9000 
tcccatctga ctacagccag ggtggggact cagcgggtat aaagctagtg tgaccctgct 9060 
cttccagctc ctgggccagc tctggaaggg ctgtatttgg gcctaatcct cagcaaatgt 912 0 
tctaccactc gcaggggcaa aggtggtgag ccacgggacg tccaagggga ggctggcccc 9180 
agcgcgccca tactgcctgc ctcatgcccc attctcagcc tggctggcct ttgcctttat 924 0 
gaatctgagc ccctccatct gcctatagca ataggcacgg gggtgaggac cctcacactc 9300 
tcatttgagc ctccctgagg cagggagcca ggaggcacct gaggcctatc tgtgccttag 9360 
tcacttcagc tatgagccaa atgttccctt tcctggaggg gagaggcttc ttactaggta 942 0 
agagacaggt ttcctctttc cttatttcct cagctgtgcc aacacaaaaa acaactttgg 9480 
cacaggtggt gggcaggggg tagagagatt tcagcttggg ttctgcacta acagcctcca 9540 
agccccctgg cacttctgtt gccctgagag tgtcccaggg gattcagagt ctccagaaag 9600 
atatggctgg gccaactctg ttgcctacct ggcctgaccc agtcggagcc tgacatggtg 9660 
gagggaaagg gagacaagtg gggctgcact cggtccagag gccagctagg agggaaaccg 972 0 
cagcttcctg gggcttgtgt gtgaagattc ctgacttagg ggtggctttt gtttacaaga 9780 
tgcaagaggg gaaacctgtc cccgactcat cgagacaaca tgcccagtta tcagggagtc 9840 
ctgtgtcaca aggtctgtct ctgccattgt aagcaagtgc cttgggcgag ctggcctctg 9900 
ccccacagtc tcatctgtac accgacaggg ttgatgcctc cctcacaggg ttgagaacaa 9960 
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gagcsagttg gccaagtacc tgtggttgtt gaagattggt tacttttacc atcctgggga 1002 0 
cagggaactc tgtggcccga ggctgcctca ctgaggagtc aggtgggctt cccagcctcc 10080 
ccaggggcag tgctgagttt gtcttgactg ttctggccca aggtgggagg aggtgggttt 1014 0 
ggtcacttgc ctcccacttt aaatctctgt ctttccatct gtgaaatgac ctctttgtgc 10200 
cttcccagca ctgtcatcct gatcgcctgt gttctaggta ggtgggtcct tcagcccctc 10260 
caggtctgtg aaaagtctgt ggaaagcact ggcctggaga ggggtggggg gttgctggtg 1032 0 
ggtgctccat tccaccacaa tctcagggga ctcaacctcc cctacccaac taccccaccc 10380 
ccacccaagc catggcaggc cccaggaact tgatcctggg ctttgccgta tgccaagtcc 1044 0 
ttacacccct ctcaagagac agtcattggc tgggcacggt ggctcatgcc tgcaatccca 10500 
gcaccttggg aggctgaggc aggcagatga cttgaggcca ggagttcgag accagcctgg 10560 
ccaatatggc gaaacctcat ttctactaaa aatacaaaaa ctaaccaggc gtggtggctt 10620 
gtgcctgtaa tcccagctac tcgggaggct gaggcaggag aatcgcttga accggggagg 10680 
cagaggttgc agtgagctga gatcacacca ctgcactcca gcctgggcga cagagcgaga 10740 
ctccagctta aaaaaaaaaa aaaaaaaaaa aaaaggagac catcactgct gtcctgcatt 10800 
cttacagatg aaaaaacagg ctcagaggtt gaatcgtttt cctgaagtca gacagccagt 10860 
gcaggcaggt ctgggatttc tgcctcattt cggtagacct tcctctacag cagggtctgg 10920 
gggcctgtcg gtctgcgctg cctgttggta caatacaaac ccctgggacc agcagtgccc 10980 
ggcccatggg tgaggacatg ccaaggcagt tcagtgtcct gggtgtcaca gctgtgattg 11040 
gaaaggtgcc tctttcacct ggctgggcct ggcatccagc gccctcccca ccctgggaag 11100 
g 11101 
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<212> PRT 

<213> Rattus norvegicus 
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Thr Phe Leu Phe Ser lie Leu Val Leu Gly Thr Thr Leu Thr lie Leu 

245 250 255 

Arg Asp Val lie Leu Val Leu Met Glu Gly Thr Pro Lys Gly Val Asp 

260 265 270 

Phe Thr Thr Val Lys Asn Leu Leu Leu Ser Val Asp Gly Val Glu Ala 

275 280 285 

Leu His Ser Leu His lie Trp Ala Leu Thr Val Ala Gin Pro Val Leu 

290 295 300 

Ser Val His He Ala He Ala Gin Asn Val Asp Ala Gin Ala Val Leu 
305 310 315 320 

Lys Val Ala Arg Asp Arg Leu Gin Gly Lys Phe Asn Phe His Thr. Met 

325 330 335 

Thr He Gin He Glu Ser Tyr Ser Glu Asp Met Lys Ser Cys Gin Glu 

340 345 350 
Cys Gin Gly Pro Ser Glu 
355 



